BSG sessions at Loughborough 2005.

At and In the Membrane 

Wednesday 13 April, 08.30 - 10:00 
Chair: Steve Prince (Manchester) 

Detailed Programme 

08.30 Steve Baldwin (Leeds) - Membrane Protein Expression in the Genomic Era 

09.00 Piet Gros (Utrecht, The Netherlands) - Two Outer-Membrane Proteins: Translocation Through a Narrow Beta Barrel Pore and a Tilted Beta Barrel 

09.30 Bob Stroud (UCSF, USA) - A Two Billion Year Old Tale of Membrane Transport: ‘Gas’ Channels and Water Channels 

Parallel Session: Modern Techniques for Crystal Structure Refinement 

Wednesday 13 April, 10:30-12:00, 13:30 - 15:00, & 15:30-16:30 
Chairs: Charlie Bond (Dundee), Simon Parsons (Edinburgh), David Watkin (Oxford) 

Detailed Programme 

10.30 Richard Cooper (Oxford) - Advanced Techniques in Structure Refinement 

11.00 Thomas Schneider (Milan) - Refinement of Proteins as Large Small Molecules using SHELXL 

11.30 Garib Murshudov (York) - REFMAC: Recent Developments towards Automatic Refinement 

13.00 Charlie Bond (Dundee) - What's that Blob? Identifying Metal Ions in Protein Crystal Structures 

13.30 Bill David (ISIS) - Beyond Least Squares 

14.00 Alan Coelho (ISIS) - TOPAS-Academic, Programming Ideas 

High Throughput Crystallography 

Thursday 14 April, 08.30 – 10.00 & 10:30-12:00 
Chairs: Jim Naismith (St Andrews), Charlie Bond (Dundee) 

Detailed Programme 

08.30 Michael Sundstrom (SGC) - Directed Structural Genomics: a Protein Family Approach 

09.00 Keith Wilson (York) - Trying to Speed up the 3D Structure Pipeline: SPINE 

09.30 Stephen Burley (Structural GenomiX, USA) - Structure-Guided Fragment-Based Drug Discovery 

10.30 Samar Hasnain (SRS Daresbury) - Combined X-ray Approach for Studying Metalloproteins Function/Misfunction: a Powerful Approach to Metallogenomics 

11.00 Bill Duax (Buffalo, USA) - Multiple open reading frames, codon bias and amino acid use and the evolution of the genetic code 

11.30 Tom Oldfield (EBI) - The MSD Relational Database 

